The title compound, C 12 H 15 N 3 OS, features an envelope conformation for the 1,3-thiazolidin-4-one ring with the S atom as the flap atom. The pyrimidine ring is almost orthogonal to the 1,3-thiazolidin-4-one ring as indicated by the N-C-C-N torsion angle of À111.96 (18) . Supramolecular dimers are formed in the crystal structure through the agency of C-HÁ Á ÁO contacts occurring between centrosymmetrically related molecules. These are linked into supramolecular tapes along [100] via C-HÁ Á ÁS contacts.
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Comment
Thiazolidinones constitute an important group of heterocyclic compounds (Cunico et al., 2008a) , having valuable biological uses, for example, as anti-malarial (Solomon et al., 2007) , anti-microbial (Kavitha et al., 2006) , anti-inflammatory (Sharma et al., 2006) , and anti-viral agents, especially as anti-HIV agents (Ravichandran et al., 2009; Rao et al., 2004) . The main synthetic routes to 1,3-thiazolidin-4-ones involve three components (an aldehyde, an amine and mercaptoacetic acid), either in a one-or two-step process (Cunico et al., 2008a; Rawal et al., 2006) . In continuation of our research on thiazolidinones, (Cunico et al., 2006; Cunico et al., 2007 : Cunico et al., 2008b , we report the structure of the title compound, 1-thia-4azaspiro[4.5]decan-3-one, (I).
The molecule structure of (I) shows the five-membered 1,3-thiazolidin-4-one ring to adopt an envelope conformation with the S1 atom as the flap atom. The cyclohexyl ring adopts a regular chair conformation. The pyrimidine is twisted out of the plane of the 1,3-thiazolidin-4-one ring as seen in the value of the C4-N3-C11-N1 torsion angle of -111.96 (18) °.
When viewed along the plane through the N1, C2, C4 and C5 atoms, the molecule, with the exception of the S1 atom, has approximate mirror symmetry.
In the crystal structure, centrosymmetric pairs associate via C-H···O contacts to form dimers, Table 1 . The dimeric aggregates are linked into a supramolecular tape aligned along [1 0 0] via C-H···S contacts, Table 1 39.5 (CH 2 ), 38.0 (CH 2 ), 31.9 (C5), 24.4 (CH 2 ), 23.6 (CH 2 ) p.p.m.
Refinement
The C-bound H atoms were geometrically placed with C-H = 0.95-0.99 Å, and refined as riding with U iso (H) = 1.2U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.30913 (6) 0.59301 ( (7) 0.0161 (7) −0.0015 (5) 0.0033 (5) −0.0025 (6) C2 0.0123 (7) 0.0152 (8) 0.0154 (8) −0.0015 (6) 0.0015 (6) −0.0035 (7) C4 0.0137 (7) 0.0186 (9) 0.0161 (9) 0.0030 (6) 0.0016 (6) 0.0023 (7) C5 0.0195 (8) 0.0224 (9) 0.0204 (9) −0.0039 (7) 0.0037 (7) 0.0002 (8) C6 0.0230 (8) 0.0171 (9) 0.0173 (9) 0.0021 (7) −0.0019 (7) 0.0006 (7) C7 0.0331 (10) 0.0221 (10) 0.0156 (9) 0.0008 (8) −0.0021 (7) 0.0002 (8) C8 0.0297 (9) 0.0236 (10) 0.0168 (9) −0.0026 (7) 0.0071 (7) −0.0045 (8) C9
0.0156 (7) 0.0195 (9) 0.0208 (9) 0.0015 (6) 0.0028 (6) −0.0026 (7) C10 0.0133 (7) 0.0171 (9) 0.0173 (9) 0.0016 (6) 0.0017 (6) −0.0012 (7) C11 0.0158 (7) 0.0144 (8) 0.0130 (8) −0.0010 (6) 0.0015 (6) −0.0017 (6) C12 0.0166 (8) 0.0230 (10) 0.0243 (10) −0.0034 (7) 0.0008 (7) −0.0023 (8) C13 0.0243 (9) 0.0166 (9) 0.0235 (10) −0.0050 (7) 0.0017 (7) −0.0041 (7) C14 0.0243 (9) 0.0164 (9) 0.0334 (11) 0.0015 (7) 0.0036 (8) −0.0018 (8) Geometric parameters (Å, °) S1-C5 1.8004 (19) C6-H6B 0.9900 S1-C2 
